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(IPG) IPG Marker .
. Amersham Biosciences
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Image Master 2D v4 .01 ¢ . REFLEX III IPG , .
/ . 30V ,L12h ;200V,1h ;500V,1h;
DU640 . 1 000 V,I h; 8 000 V,13 h,
1.3 IPG DIT
1.3.1 C57BL/ 61 S ,51 R 15 min.,
6~8 s (20 i2) g, IPG 12.5 %SDS
( SCXHI-00-0006) . ( ) N SDS-
3 . . (SDS- PAGE) . :120 mA,40 min ;150
17 . mA SDS- PAGE .
1.3.2 2.3
, 0 co ¥ 6 h,
1 S 3.5 Gy, 1.701 Gy- 12 h,
min~ !, . s 2.4
,0.2 mL/ 1 /d: s .
, 7 ( normalized volumes) ( %) + ,
d. 1 24 h . s t .
. 2.5
b b 9
2.1 o
s 2.6
. 3 R RNase A, 20 min, .
s . Bradford % . s .
. . :http :/ / www . matrixscience .com .
20 .88 ,23.75,22.22 mg*mL™ ',
2.2 3.1
3 . IPG4~7.,24 cm,
. 2 mg 1.
1 (x%s)
/ %
/ /kDa
1 4.703/66 .874 0.172 20 .018" 0.079 £0.005 0.102%0.018
2 4.666/ 66 .874 0.121 20.016" 0.059 +£0.008 0.072 £0.027
3 5.204/ 64 .499 0.207 £0.011% 0.140 £0.008 0.157 20 .008"
4 6.223/66 .766 0.037 £0.009" 0.091 +£0.013 0.055 +£0.008
5 6.291/64 .571 0.063 +0.019" 0.137 £0.005 0.092 =0 .004"
6 5.865/52.265 0.134 £0.028" 0.238 0 .008 0.177 £0.021
7 6.056/ 45 .608 0.194 0 .020" 0.309 £0.021 0.247 £0.052
8 4.916/43 .737 0.693 £0.015% 0.410 £0.008 0.442 £0 .094
9 5.116/33 .05 0.537 10 .068" 0.269 £0.035 0.341 £0.009
10 4.424/26 .716 0.167 £0.055" 0.414 £0.083 0.293 £0.064
11 4.386/26 .429 0.063 10 .000" 0.115%0.008 0.087 £0.011
12 4.415/24 126 0.225 0 .042" 0.465 £0.029 0.346 +£0.002"
13 5.147/25 .421 0.044 10 .009% 0.127 £0.006 0.075 £0.009"
14 6.075/61 .405 0.128 £0.028" 0.274 £0.003 0.167 £0.018"
15 6.324/61 .189 0.048 0 .001" 0.098 +£0.013 0.062 0 .004

Dp<0.05,YP<0.01
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1 s , 1,2,3,8,9 4( proteasome 26S ATPase subunit 4) .
(P<0.05 <0.01) ;4.,5,6,7, ( he matopoietic cell proteimr tyrosine
10,11 ,12,13,14,15 (P<0.05 phosphatase, HCP) . VDI (inmr
<0.01), munoglobulin heavy chain VDJ region) Hras .3-
3.2 ( glyceraldehyde-3- phosphate dehydroge-
nase) Krox-6.1 A ( Krox-6 .1 A protein) .
14( growth factor receptor binding protein
2 , ,0,2.3,5,7,8,9,12,13,14,15 14, Grbl4 protein ) « RIKEN c¢DNA 1700049El7
1 ( lympho Lgalsl 2
cyte-specific protein 1 ,LSP1) . 26S ATP 4
2
/ / Da I %
1 gi| 1346470 88 4.77/36 692 8/28 39 1
2 gi 1346470 69 4.77/36 692 9/32 39 1
3 gi 25742677 69 5.09/47 379 9/39 34 26S ATP 4
5 gi 21903454 122 7.66/67 517 14/37 31
7 gi| 28874962 54 8.87/11 023 4/20 65 VDI
8 gil 7768785 51 6.18/17 268 4/22 45 H ras
9 gil 38079919 38 6.43/39 860 5/20 24 3
12 gil 125687 47 9.01/6 492 3/11 92 Krox - 6.1 A
13 gi| 18256070 40 8.93/23 378 4/20 34 14
14 gi| 21735459 59 8.33/19 608 7/29 50 RIKEN ¢DNA 1700049 E17
15 gi| 21410142 52 9.11/35 437 5/28 25 Lgals] 2
) LSP1 .
26S ATP 4 .Hrras 3-
;HCP Krox-6 .1 A .Grbl4  RIKEN HCP
c¢DNA 1700049EL 7 Lgals12 , -1(1-1) -3( I
LSP1 3) . ( EPO) -
(31 2 ( CFS- GM)
LSPI 2, HCP ,
Lol ’ , 3- 3-
71, anti- [gM 1.3 )
B (81 LSPI , , ,
,proteasome ATPase S4 ATP
RNA/ DNA 1, TATA ras . 1as G
, tor, , GTP ,
HCP s H-ras s
Lol Grbl 4 ,Grb7/ Grbl 4
t , HCP s ras (3
Grbl 4
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Effects of Siwu Tang on protein expression of bone marrow of
blood deficiency mice induced by irradiation

GUO Ping® , MA Zeng chun' | LI Yingfei' , LIANG Qiamr de' , WANG Ji-feng’ , WANG Sheng- qi'
(1 . Institute of Radiation Medicine , Academy of Mlitary Medical Sciences , Beijing 100850 , China ;
2. Beijing University of Chinese Medicine , Beijing 100029 , China)

[ Abstract] Objective : To observe the effects of Siwu Tang on protein expression of bone marrow of blood deficiency mice and provide
the theoretical and experimental basis for understanding the molecular mechanism of blood enriching function of Siwu Tang. Method : Blood
deficiency mice were established by using 3.5 Gy “Co ¥ ray. With proteomic technologies including two dimensional electrophoresis , image
analysis , imr gel digestion, peptide mass fingerprinting and bioinformatics the proteins of bone marrow of blood deficiency mice were isolated ,
analyzed , and identified. Result : Siwu Tang could reverse 10 up-regulated and 4 dowrmr regulated proteins of blood deficiency mice bone mar
row . Seven of the proteins were likely to be lymphocyte specific protein 1 , proteasome 26S ATPase subunit 4 , he matopoietic cell proteirr tyro
sine phosphatase , glyceraldehyde-3- phosphate dehydrogenase , growth factor receptor binding protein 14 and lgalsl 2 respectively . Conclusion:
Siwu Tang can regulate the protein expression of bone marrow of blood deficiency mice and thus promote the growth and differentiation of
he matopoietic cells and then exert its effects on blood enriching function .

[ Key words] Siwu Tang; irradiation; blood deficiency ; functional proteomics ; bone morrow [ ]
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